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NN, (S, Sys o0 S,) s (V= Vi =V > [
T, HoAmA A SCAE N8, 2R )2 2 T0imm 208k 2 A
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‘ Phenomena and Processes ‘

Genetic Phenomena

‘ Ploidies ‘

Aneuploidy

Monosomy

‘ Genetic Variation ‘

Sequence Deletion

]

P 1 I B R R — SRR

‘ < Phenomena and

Processes, (), (§) > ‘

‘ Genetic Phenomena, (§)

, (Phenomena and Processes) ‘

Ploidies, (¢) ,
(Genetic Phenomena—Phenomena and Processes)

/

Aneuploidy, (Aneuploid, Aneuploid Cell) ,

(Ploidies— Genetic Phenomena—Phenomena and Processes )

/

\

Genetic Variation, (Diversity, Genetic, Genetic Diversity)

(Genetic Phenomena—Phenomena and Processes)

N\

Mutation, (DNA Damage, Mutagens)
(Genetic Variation—Genetic Phenomena—Phenomena and Processes)

N

Monosomy, (§),

Sequence Deletion, (Deletion Mutation) ,

(Aneuploidy— Ploidies—Genetic Phenomena—Phenom enaand Processes)

(Mutation—Genetic Variation—Genetic Phenomena—Phenomena and Processes)
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iZ1' /= concept similarity (C,, C))
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PSR T IR A 2, i EXTREC-05 genomics track
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117 | F:FEI ApoETES i AlzheimerHI{fFH 385 | 653
146 | THLE/MBERZ A ERILAEEIEPIIER] | 388 | 421
114 | APCEERI{E L i i 375 | 346
120 |NM23JEREI7E e & e il F it £ 182 | 331
126 | PS35ERIEAT AL Lo/ EH] 1013 | 307
142 | EH A A e A AR R R P e 257 | 263
108 | WRITEVE AR A G B A I FRE s | 889 | 191
107 | IS BUR bR I R El v 294 | 189
111 |PRNPZERIFEI P HOVEH] 473 | 185
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3K 2 A7 15 HAPU R 5 P 1 SRR DARE 531

W& T PMI SVM RMSS CODC AKX ik
car-automobile 0.427 0.980 0.918 0.008 1.000
gem-jewel 0.468 0.996 1.000 0.005 0.846
journey-voyage 0.688 0.686 0.817 0.012 1.000
boy-lad 0.632 0.974 0.958 0.000 0.850
coast-shore 0.561 0.945 0.975 0.006 0.750
asylum-madhouse 0.813 0.773 0.794 0.000 0.864
magician-wizard 0.863 1.000 0.997 0.008 1.000
midday-noon 0.586 0.819 0.987 0.010 1.000
furnace-stove 1.000 0.889 0.878 0.011 0.600
food-fruit 0.449 0.998 0.940 0.004 0.571
bird-cock 0.428 0.593 0.867 0.006 0.864
bird-crane 0.516 0.879 0.846 0.000 0.654
tool-implement 0.297 0.684 0.496 0.005 0.813
brother-monk 0.623 0.377 0.265 0.007 0.414
crane-implement 0.194 0.133 0.056 0.000 0.524
lad-brother 0.645 0.344 0.132 0.005 0.414
journey-car 0.205 0.286 0.165 0.004 0.000
monk-oracle 0.000 0.328 0.798 0.000 0.505
food-rooster 0.207 0.060 0.018 0.000 0.181
coast-hill 0.350 0.874 0.356 0.000 0.333
forest-graveyard 0.495 0.574 0.442 0.000 0.000
monk-slave 0.611 0.375 0.243 0.000 0.678
coast-forest 0.417 0.405 0.150 0.000 0.100
lad-wizard 0.426 0.220 0.231 0.000 0.478
chord-smile 0.208 0.000 0.006 0.000 0.000
glass-magician 0.598 0.180 0.050 0.000 0.000
noon-string 0.228 0.017 0.052 0.000 0.000
rooster-voyage 0.102 0.018 0.000 0.000 0.000

e 3 AR3CT5 15 FALE SCRHDLIE DN RE 7 15 B AR S PR AR B

PMI | SVM | RMSS | CODC | A& Fik

PersontH X R%L 0.549 | 0.834 | 0.867 | 0.694 | 0.872

SpearmantfoC %L | 0.518 | 0.818 | 0.849 | 0.702 | 0.869

genomics track RGN TARE 45 B K0 LU BmT 40,
FELIAN T R, TR 1) B 1 SORARLRE 7 R H 1)
R HAIN T RBUNTRIZITVE, H2 5 LRI
WIHI T R5ETTS

I 6 P idl FT R, TR 5 1k A R A 5 A 4 [l
R TRIZITE. AR SCH A H R S B ]
ARGETTE FAEARTE R IR R &, T30 A 7
B SCAS BIARALLRE , ¥ 25 BB AR TE H B SURHR, A
R 5 4t VR RS BE 22 HAT A [R] S B 1] (¥ SCAS T —
AN T R 7 AR UR VB iR LR R
WK, RSOV X ERE S B RRAS s
R SOMIE S, WA TR 5 2 X B B, Sl 5 S e W
TV A B A R
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F A TR TR SO 7 5 B a5 R

E@ | LERFIE | EXISH | TIEX | AEFIETR
&S [HEXEXEE 0] EE | EXRXHE

117 653 4573 4.65 524

146 421 3724 5.65 477

114 346 3589 6.65 407

120 331 2045 7.65 329

126 307 6007 5.45 387

142 263 3021 6.31 304

108 191 4231 10.65 183

107 189 2864 9.87 226

111 185 3252 8.65 221

109 175 1769 9.29 208

106 158 5013 6.24 189

F S AT IR SRR )T 5
ARGEIT AR SCEEHWT AR

o
g | w3 | EL0T | 2up | txme| txan
8 [iaibsct Tt s R IR R A
117 653 524 626 449 408
146 421 477 428 327 289
114 346 407 443 284 276
120 331 329 338 252 245
126 307 387 405 273 267
142 263 289 297 185 169
108 191 183 205 131 124
107 189 226 242 152 137
111 185 221 207 146 115
109 175 208 227 139 124
106 158 189 219 132 117
4 vhig

O 2 3 Sl 2 T 2R P O 2 2 D A 2 1)
{1 18 SCAIALEE , LK 22 Jay BR 36 ] 28 MR 22 T 00 P52 5 vk
RIEAR W TE, I B0A 2 T2 Z R 77 i 8
FESCAS A EE 737 B S RRAS 28 2R Gt v o A STl R 8
TR BN S R, FERE S R ST
IR B SO R TE SOMALLEE I EZ 0F 7 v, Gl I Se 36 56
TR BN 7 R I B AIAT R, BRI IAE LN
P Ko
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6 FET ML a2 1R SRR 7

HREZITEERE R IR
%

TH| BAME | 2%AE | BARE | R%AE

me|  pmE RRE ZE% BEE
117 85.69 65.18 68.76 62.48
146 68.55 67.52 77.67 68.65
114 69.78 62.30 82.08 79.77
120 76.60 72.49 76.13 74.02
126 70.54 65.93 88.93 86.97
142 65.13 56.90 75.29 64.26
108 71.58 60.49 68.59 64.92
107 67.26 56.61 80.42 72.49
111 66.06 55.56 78.92 62.16
109 66.83 54.63 79.43 70.86
106 69.84 53.42 83.54 74.05

(D IR 2 B A XS B RES ARG —
SE I 5 O ZAE) P o 1 T MR A e () SCARAE SCRE AL B2
I B J7 VARV S AN SCAR AL, BE B, [ 5 R A ) B
FEACIME & A TE A1, 30 e IR & ARABAE ] 3R JZ G 45
FAFLE BB AR LR R, FFA SR O, FIH %
T3 1 B ST ] 1) SUAR AL B — i R = R
R,

(2 R ITERA—E AT . HATR 2%
TR HOE A B B IR 1 SCRALL B B2 753, HF HLAR
PEAH R B, 1 A A 8 1 SORE UL I B SCARTE
AEACLFE SR I T BRI A 2 B SCRF . e Ah, SO e ae $L
P AR B 7 R AR 2 N AR R R 7] 2 7 VE R
Bk

BT & 10 B 1) SCATE SCRAALLFE D7 VEERE S ARAE
BT R AR SCRRCLFE R e B AT A Ry it — 2D A
oo HTT, 42 BEAT R AR oA 1 18 U2 350 20 1) s A
ARVE AT B SCHALEE /3T, 18 R — LR AT & R 15 (S
B E K. FETR AR (AR DG SCART, AR
AW IIBEAE N BIE, ARBTG5 i@ o — e &1
NGRS s ARBURE BREL. BE A, BT3B SORITBLURE oK
PN SCAAE IS E ARG, T 70 32 R RARALL, TR A
oK A R E— AR 2R BT A 1) 2 1 SCA TR SCARBLBE
T3 V5 N P A S R B SRR U 2% 43 A, DASEE AT A
BN STA K B2 73 A Bl B 2 4 R
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Measurement of Text Semantic Similarity on the Basis of Concept Vector

GUO HongMei', YUAN GuoHua', HU ZhengYin®
(1. National Science Library, Chinese Academy of Sciences, Beijing 100190, China;
2. Chengdu Documentation and Information Center, Chinese Academy of Sciences, Chengdu 610041, China)

Abstract: Based on the previous studies on the concept semantic similarity, this paper proposed measurement of text semantic similarity on the basis of concept
vector. First, mining the concepts or terms from the texts. Second, transforming concepts or terms into concept vector followed by hierarchical structure of vocabulary.
At last, measuring the sematic similarity of concepts or terms and further measuring the text semantic similarity. The paper used TREC-05 genomics track data to
experiment. The results showed that the method of text semantic similarity on the basis of concept vector was better than cosine, which was more closely to expert

evaluation result.
Keywords: Concept Vector; Semantic Similarity; Text Similarity
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