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Abstract: With the development of PCR technique, gene fingerprint and biochip techniques have a rapid
evolution and become one of the important tools in molecular biology study. At present, the gene fingerprint
techniques including: DNA restriction fragment length polymorphism (RFLP), random amplified polymorphic
DNA (RAPD), amplified fragment length polymorphism (AFLP), simple sequence repeat (SSR) and single
nucleotide polymorphism (SNP), and so on. The microarray is a powerful genomic tool for the characteristics of
high density, high sensitivity and automation. In this paper, the authors reviewed the basic theory and characteris-
tics of the general gene fingerprint and biochip techniques and their application in biology resource investigation
and specimen inventory. At present, the major studies in biology resource investigation and specimen inventory
include: species identification and classification, individual identification and population number investigation,
and the key information research on resource plant.
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