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Abstract: Human genetic data is important scientific data for deciphering human genetic information. With
the development of DNA sequencing technology, the amount of human genetic data has exploded. Investigating
the management of human genetic data resources is of great significance for better sharing and utilization of
data resources. Here, we describe the management process of human genetic resources, analyze the current
status of human genetic data and the management status of domestic and foreign genetic data resources, and
make suggestions for the sharing and utilization of human genetic data.
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